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Oligonucleotides used in this study 
 
Table S1. Oligonucleotides 

Primer Sequence (5´� 3´)[a] Restriction site 

PKSII-for TSGCSTGCTTCGAYGCSATC[b] ------- 

PKSII-rev TGGAANCCGCCGAABCCGCT[b] ------- 

4,6-DH-for CSGGSGSSGCSGGSTTCATSGG[b] ------- 

4,6-DH-rev GGGWRCTGGYRSGGSCCGTAGTTG[b] ------- 

30-6D20-L-for CTCATGCCTCTCCGATA ------- 

30-6D20-L-rev GCTGATCAACGGCCTGTTCTC ------- 

30-6D20-R-for GCAGGCAGCTTCGAGTT ------- 

30-6D20-R-rev TAGGCGCTGGAGAGCGAGGTA ------- 

P7,3red-F ATGGCCCGAGACGTAGTGATAACGGGTGTCGGCGTC
GTCTGTAGGCTGGAGCTGCTTC[c] 

------- 

P7,3red-R GGGACGGGTGAGCACCATCGCGCTCTGGAAGCCGCC
GAATCCGCTCCCTTCTCTGACG[c] 

------- 

F-pok20Red ATGGAAGAACACACTCGCACGGACGTCTGCGTCGTCG
GTGCTAGCATTCCGGGGATCCGTCGACC[c] 

NheI 

R-pok20Red ACTCTTTCTCGTTGACGGTGAAGAGGTTGTCGGCGAC
GCGGCTAGCTGTAGGCTGGAGCTGCTTC[c] 

NheI 

F-pok28Red ATGGCAGTGACGAAAGGACCTCGCACTCCCCAGGTAC
TCGCTAGCATTCCGGGGATCCGTCGACC[c] 

NheI 

R-pok28Red GGGGACGGGCGAGCGGCAGCCGCCCGAGCGCGGTG
GACAGACTAGTTGTAGGCTGGAGCTGCTTC[c] 

NheI 

F-pok28komp CAGTGCGAATTCCCTCACCCTTGC EcoRI 

R-pok28komp TAGTGGACCTCTAGAGCCCTGTCC XbaI 



F-pok29Red ATGAACACCGACGTCGTCGTGGTCGGAGGGGGCCCG
GTCGCTAGCATTCCGGGGATCCGTCGACC[c] 

NheI 

R-pok29Red TGCCGGCCGTGTCGTCGTTGCGGGACAGGACCGTGC
AGCCACTAGTTGTAGGCTGGAGCTGCTTC[c] 

SpeI 

MD1-F AGTCGGCGTCGAATTCCTTGATGTCGT EcoRI 

MD1-R ACCATGAATTCCGCCGAGCCCT EcoRI 

MT1-F GACCTCGAATTCAAGTTGAAGG EcoRI 

MT1-R CTTGCTCTAGACTCTCCTTCTC XbaI 

MT2-F GACGGGAATTCGCCGCTTCGAC EcoRI 

MT2-R TGGGTTCTAGAGGTCCCGACC XbaI 

JG1-F CATCGTCTAGATGCGCCGCAGG XbaI 

JG1-R ACGTTGAATTCGGCGAGCGCGT EcoRI 

JG2-F TGCACGAATTCCCGGACGAGA EcoRI 

JG2-R CGCAGAAGCTTGAGCAGGTGCTG HindIII 

MT3-F CGGTCGAATTCATCGACGACG EcoRI 

MT3-R GTCGGTCTAGACGGAGTAGGTC XbaI 

[a] Artificially introduced restriction sites are bold. [b] Abbreviations according to standard IUPAC 
nomenclature for degenerate nucleotides. [c] The firstly non hybridizing part is italicized. 

 
 


